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Composicion Forma
® Simples (holoproteinas) @ Globular
@ Conxugadas (heteroproteinas) ® Fibrosa

apoproteina + grupo prostetico
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/\ = Colaxeno

Autor: Vossman, via https://commons.wikimedia.org/wiki
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Campbell y Reece (2007) Biologia. 7% ed. Médica Panamericana.
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Ericlima

Free energy —»

Reactants

Products

AG <O

Progress of the reaction—»

Capyright © 2005 Pearson Education, Inc. Publishing as Paarson Benjamin Cummengs. Al rights reserved
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EA: enerxia de activacion

A\ G: enerxia libre



Ericlima

Complexo E-S Cofactores encimaticos
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( lhetica encimatica

Proteinas

Ecuacion de Michaelis-Menten
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Ribonucledsido Desoxirribonucledsido

Adenina (A) Adenosina Desoxiadenosina
Guanina (G) Guanosina Desoxiguanosina
Citosina (C) Crtidina Desoxicrtidina
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Timina (1) Desoxitimidina
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OARN codificante:
- ARN mensaxeiro (ARNm)
OARN non codificante
- ARN de transmision (ARNTt)
- ARN ribosomico (ARNrr)

- ARN reguladores

ORIbocimas
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